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Sarskild behorighet

Undervisningssprak

Undervisningssprak anges i kurstillfallesinformationen i kurs- och programkatalogen.

Larandemal

Following completion and passing the course you should be able to:
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« Describe, illustrate and relate different techniques in the fields of genomics and transcrip-
tomics

» Critically evaluate, select and apply the most appropriate technique(s) in different biolog-
ical and medical studies.

« Discuss and suggest strategies to tackle and solve challenging problems in various research
studies.

« Construct and create biologically relevant studies by employing one or more of the
discussed tools.

« Explain the theory of state-of-the-art tools/algorithms for processing data from
high-throughput molecular biology experiments in genomics and transcriptomics

« Choose and use appropriate methods and tools for processing data from high-throughput
molecular biology experiments in genomics and transcriptomics.

Kursinnehall

The course will focuses on describing, applying and relating state of the art technologies and
high throughput data analysis.

Kursupplagg

The course includes a short introduction to conventional strategies for whole genome se-
quencing followed by description of different high throughput methods for typing of genetic
variations, advanced techniques and platforms for DNA sequencing including whole genome
sequencing, RNA-seq, single cell and single molecule transcript and protein (DNA-assisted)
profiling.

The course also consists of a series of lectures and computer-based laboratory exercises
including genome assembly, mapping of reads to reference genome, analysis of RNA-seq and
ChIP-seq data.

In addition, the course involves a literature workshop of selected articles, which will be per-
formed in groups. Each group presents one article and will oppose other groups’ articles. This
project aims to teach critical reading, interpretation and comparison of the most advanced
techniques and platforms in the fields of genome sequencing, massively parallel genotyping
and single cell profiling. The project requires teamwork and planning, and participation in
planning and execution of plans as well as presence on the workshop days is compulsory.

Kurslitteratur

Distributed handouts and articles

Examination

« PRO2 - Datorlaboration, 2,5 hp, betygsskala: P, F
« PRO1 - Litteraturseminarium, 1,0 hp, betygsskala: P, F
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« TEN1 - Skriftlig tentamen, 4,0 hp, betygsskala: A, B, C, D, E, FX, F

Examinator beslutar, baserat pa rekommendation fran KTH:s handliaggare av stod till stu-

denter med funktionsnedsattning, om eventuell anpassad examination for studenter med
dokumenterad, varaktig funktionsnedsattning.

Examinator far medge annan examinationsform vid omexamination av enstaka studenter.

Nar kurs inte langre ges har student mojlighet att examineras under ytterligare tva lasar.

Etiskt forhallningssatt

« Vid grupparbete har alla i gruppen ansvar for gruppens arbete.

« Vid examination ska varje student arligt redovisa hjalp som erhallits och killor som
anvants.

« Vid muntlig examination ska varje student kunna redogora for hela uppgiften och hela
l6sningen.
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