
BB2320 Proteomics Technolo-
gies 4.5 credits
Proteomikens tekniker

This is a translation of the Swedish, legally binding, course syllabus.

Establishment

Grading scale
A, B, C, D, E, FX, F

Education cycle
Second cycle

Main field of study
Biotechnology

Specific prerequisites

Language of instruction
The language of instruction is specified in the course offering information in the course 
catalogue.

Intended learning outcomes
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The course aims to give an introduction to basic methodologies in the field of proteomics and 
give an overview of current applications.

Course contents
The course is focused on different methods, technologies and strategies currently used within 
the field of proteomics. The lectures will cover theoretical background and recent advances 
for both classical proteomics methods, such as 2D-gel electrophoresis and mass spectrome-
try, and strategies based on high-throughput antibody generation, genomic, bioinformatics 
and structural approaches.

Course literature
Will be announced later.

Examination
 • TEN1 - Examination, 4.5 credits, grading scale: A, B, C, D, E, FX, F
Based on recommendation from KTH’s coordinator for disabilities, the examiner will decide 
how to adapt an examination for students with documented disability.

The examiner may apply another examination format when re-examining individual stu-
dents.

If the course is discontinued, students may request to be examined during the following two 
academic years.

�ther requirements for final grade
A written examination (TEN1, 4,5 hp, grading scale A-F).

Ethical approach
 • All members of a group are responsible for the group's work.
 • In any assessment, every student shall honestly disclose any help received and sources 

used.
 • In an oral assessment, every student shall be able to present and answer questions about 

the entire assignment and solution.
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